Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.025; wR factor = 0.070; data-to-parameter ratio = 19.9.
In the title compound, C 5 H 6 BrN 2 + ÁC 7 H 5 O 3 À , the 2-amino-5-bromopyridinium cation and 2-hydroxybenzoate anion are essentially planar with maximum deviations of 0.020 (1) and 0.018 (2) Å , respectively. The anion is stabilized by an intramolecular O-HÁ Á ÁO hydrogen bond, which generates an S(6) ring motif. In the crystal, the cations and anions are linked by N-HÁ Á ÁO hydrogen bonds into chains propagating along [010] . The chains contain R 2 2 (8) ring motifs. The structure is further stabilized by -stacking interactions [centroid-centroid distances = 3.4908 (10) and 3.5927 (10) Å ] and also features short BrÁ Á ÁO contacts [2.9671 (13) Å ].
Related literature
For details of non-covalent interactions, see: Remenar et al. (2003) ; Sokolov et al. (2006) . For the importance of salicylic acid, see : Sticher et al. (1997) ; Rairdan & Delaney (2002) ; Nawrath & Mé traux (1999) ; Wildermuth et al. (2001) . For related structures, see: Quah et al. (2008 Quah et al. ( , 2010a . For the stability of the temperature controller used in the data collection, see : Cosier & Glazer (1986) . For bond-length data, see: Allen et al. (1987) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental

Crystal data
2.14 (2) 2.917 (2) 160 (2)
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Remenar et al., 2003; Sokolov et al., 2006) . Salicylic acid (SA) plays a central role in resistance and defense induction in responses from pathogen attacks and also its role in the activation of the hypersensitive response (HR), a form of programmed cell death associated with resistance of plants. Mutants or transgenic plants impaired in the accumulation of SA cannot mount efficient defense responses to pathogens after infection (Sticher et al., 1997) . SA depletion by transgenic expression of a bacterial SA hydroxylase encoded by NahG abolishes local and systemic resistance responses to various pathogens (Rairdan & Delaney, 2002) . This has been confirmed by the use of Arabidopsis mutants impaired in SA accumulation after pathogen infection (sid1/eds5, sid2), showing higher susceptibility to fungal and bacterial pathogens (Nawrath & Métraux 1999; Wildermuth et al., 2001) . The present study is aimed at understanding the hydrogen-bonding networks in the title compound, (I).
The asymmetric unit of title compound ( (1) Å for atom Br1 and 0.018 (2) Å for atom C11, respectively. The anion is stabilized by an intramolecular O1-H1O1···O2 hydrogen bond which generates an S(6) ring motif (Bernstein et al., 1995) .
In the crystal packing (Fig. 2) , the protonated N1 atom and the 2-amino group (N2) are hydrogen-bonded to the carboxylate oxygen atoms (O3 and O2) via intermolecular N1-H1N···O3 and N2-H1N2..O2 hydrogen bonds forming R 2 2 (8) ring motifs. The cation-anion pairs are linked by N2-H2N2···O1 hydrogen bonds into chains propagating along
[010]. The crystal structure is further consolidated by π-π interactions between the pyridinium rings at (x,y,z) and (1-x, 1-y, 2-z) [centroid-centroid distance = 3.4908 (10) Å], and that between benzene and pyridinium rings at (x,y,z) and (2-x, 1-y, 2-z), respectively [centroid-centroid distance = 3.5927 (10) Å]. There is a Br1···O3(1-x, 1/2+y, 3/2-z) contact [2.9671 (13) Å] which is shorter than the sum of van der Waals radii of the oxygen and bromine atoms.
Experimental
A hot methanol solution (20 ml) of 2-amino-5-bromopyridine (43 mg, Aldrich) and salicylic acid (34.5 mg, Merck) was mixed and warmed over a magnetic stirrer hotplate for a few minutes. The resulting solution was allowed to cool slowly at room temperature and crystals of the title compound appeared after a few days. 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cyrosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K. 
